. Wnt activation at E13.5 promotes cell cycle re-entry in SOX2-positive cells and a lateral expansion of the sensory epithelium. 
Ctnnb1 genomic location is enlarged to emphasize exons 2-4 (A) Normalized counts are presents for each sample from P4 treated and un-treated for each of the three exons (A) and for exon3 only (B) While exon3 levels are lower in treated samples 1 (P4_T_1) and 3 (P4_T_3), they are similar to untreated levels for sample 2 (P4_T_2), indicating insufficient Cre activation in this sample. Figure S4 . Xist expression defines uneven gender segregation in tested samples. Normalized counts of X-inactive specific transcript (Xist), expressed in female mice, demonstrate that all 3 P1 treated and P4 control samples were from male mice, while 2 out of 3 P1 control and P4 treated samples were from female mice. The male sample from P4 treated sample is the sample that was not included in the analysis due to insufficient Cre activation, leading to almost complete gender segregation between treated and control samples. F marks samples from female mice. 
